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Data type  # protein pairs Used for ...
Gavin et al. 31,304
Ho et al. 25,333
Uetz et al. 981
Ito et al. 4,393
Rosetta compendium 19,334,806
Cell cycle 17,467,005
GO biological process 3,146,286
MIPS function 6,161,805
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MIPS complex 8,250
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